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Optimization of insert size 

(3, 4 weeks after boosting) 



E2 specific IFN-r ELISPOT & CTL response 
target cell: 2x10* CT26-hghE2t/wel[ 
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FIG. 11 



Truncation of core N-terminus 
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Truncation of E2 TM domain 

5 weeks after immunization 3.4 weeks after boosting 
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FIG. 16 



IFN-r ELISPOT Assay 

2 weeks after rAd boost 
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FIG. 18 

T cell Proliferative response 

2 weeks after rAd boost 
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FIG. 19 



Measuring amount of HCV virus by quantitative RT-PCR 

7 amount of virus(cut out from 2.95) 
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detection limit of HCV RNA is 2.95logic 
* mean amount of HCV RNA with triplicate measurement, one of which was below the detection limit: 
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FIG. 20a 

Amino acid sequence of core 
peptide pool 



Acore (43-191) 


No 


Name 


Sequence 


SEQ 
ID NO 


#1 


HCV43-52 


RLGVRATRKT SERSQPRGRR 


55 


#2 


HCV53-72 


SERSQPRGRR QPIEKARQPE 


56 


#3 


HCV63-82 


QPIPKARQEE GRTWAQPGfTP 


57 


#4 


HCV73-92 


GRTWAQPGYP V9PLYGENEGLG 


58 


#5 


HCV83-102 


WPLYGNEGLG ^«AGWLLSPRG 


59 


#6 


HCV93-112 


WA{3WLLSERG SEiPSWGPTDP 


60 


#7 


HCV103-122 


SRPSWGPTDP KKRSBHa/SKSr 


61 


#8 


HCV113-132 


FRRSPNLGKV IDTLTCGFAD 


62 


#9 


HCV123-142 


IDTLTCGEftD IM3YIPLVGA. 


63 


#10 


HCV133-152 


UXEGYIPLVGA. FLGGVARAIA 


64 


#11 


HCV143-162 


FLGGVARALA. HGVKLLEDGV 


65 


#12 


HCV153-172 


HGVKLLEDGV NYATGNLPGC 


66 
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FIG. 20b 



Amino acid sequence of E2t peptide pool 

E2t (284-713) 



HCV384-403 



STRVTG6TE6 RTTNKEVSIF 



HCV554-573 



WMNSTGPTECr CGGPPCDIGG 



HCV404-423 



HCV5 64-583 



CGGPPCDIGG VGNNTLTCPT 



HCV414-433 



VHOHSGSmiS RTALNCNDSL 



HCV574-593 



VGNUniTCPT DCERKHEEAT 



HCV424-443 



RTALNCNDSL SSGFIAALEY 



HCV584-603 



HCV434-453 



SSGFIAALEY THKEDSSGCP 



HCV5 94-613 



j TPRCMVDYPY 



KOT444-463 
HCV454-473 



HCV474-493 
" HCV484-50J 
HCV4 94-513 
HCV504-523 
HCV514-533 
HCV524-543 



ERMRSCRPID KFAQGWGSIT 
KFAQGWGSIT YAESGGSDQR 
YAESGGSDQR PYCWHYAPRQ 
PYCWHYAERQ CGIVPASQVC 
CGIVPASQVC GPVYCFTPSP 
GPVYCFTPSP WVGTTDRSG 
VWGTTDRSG APTYTWGENE 
APTYTWGENE TDVIitNNTR 
TDVLLLNNTR PPQfiNWFGCT 
PPQRNWFGCT WMNSTGETKT 



HCV634-653 
HCV644-66r 
HCV654-673" 
HCV664-683 
HCV674-693 
HCV684-703 
HCV694-713 



TPRCMVDYPY RLMHYPCTIN 
KLWHYPCTIN FTIFKVRMYy 
FTIFKVRmV GGVEHRLDAA 
GGVEHKLDAA CNWTRGE 



LEDRDRSELS PLLLSTTEWQ 
PLLLSTTEWQ VLPCSFTTLP 
VLPCSFTTLP ALSTGLIHLH 
ALSTGLIHLH QNIVHAQHLH 

^ivHftQHLH gyGsawsiv" 
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FIG. 20c 



Amino acid sequence of NS3 
protease peptide pool 



NS3 protease (1029-1217) 


No 




Sequence 


SEQ 
ID NO 


#44 


gHCV-1029 


ITAYSQQTRGELGCIITSLT 


98 


#45 


gHCV-1039 


LLGCIITSLTGRDKNQVEGE 


99 


#46 


gHCV-1069 


FLATCVNGAWTVFHGAGSK 


100 


#47 


gHCV-1078 


WTVFHGAGSKTLAGPKGPIT 


101 


#48 


gHCV-1088 


TLAGERGPITQ^iyTNVDLDL 


102 


#49 


gHCV-1098 


gxKTNVDLDLVGWQAPPGSR 


103 


#50 


gHCV-1108 


VGWQAPPGSRELTPCTCGSS 


104 


#51 


gHCV-1118 


PLTPCTCGSSDLYLVTRHAD 


105 


#52 


gHCV-1128 


DLYLVTE^HRDVIPVRRRGDS 


106 


#53 


gHCV-1138 


VIPVRERGDSRGSLPCEE^ 


107 


#54 


gHCV-1148 


RGSLPCERPVSYLKGSSGGP 


108 


#55 


gHCV-1158 


SYIJa3SSGGPIJ.CPSGHAVG 


109 


#56 


gHCV-1168 


LLCPSGHAVGIFRAAVCTRG 


110 


#57 


gHCV-1178 


IERAAVCTRGV3^VDFIPV 


111 


#58 


gHCV-1188 


VAK2WDFIPVESMETTMEISP 


112 


#59 


gHCV-1198 


ESMETTtdE^FVFTDNSTPPA 


113 
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FIG. 20d 



Amino acid sequence of Helicase peptide pool 

NS3 helicase (1208-1656) 
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HAPTGSGKST KVPAAYAAQG 
KVPAAYAAQG YKVLVLNPSV 
YKVLVLNPSV AATLGFGVYM 
ARTLGFOVYM SKftHGIDPNI 
SKAHGIDPNI RTGVRAITTg" 
RTGWRAITTG APITYSTYGK 
HSTDSTSILG IGTVLDQftEr" 
IGTOLDQAET AGftRLVVLRT 
ATPPGSVTVP HPNIEEVM.S 
HPNIEEVRLS NTGEIPFYgT 
NTGEIPFYGK AIPIEVIKGG 
RHLIFCHSKK KSDELAflKLS 
KSDEIAftKLS ALGLH&VftYY" 
ALGLtlAVAYY RGLDVSVIPT 
RGLDVSVIPT SGDWWATD 
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TQTVDFSLDP 
TFTIDTTTVP 



TFTIDTTTVP 

QDAVSRSQRR 



qdavsrsqrr grtgrgrrgi 
grtgrgrrgi yrfvtpgerp 

YRFVTPGERP SCMFDSSVLC 
ECYDAGCflWY ELTPAETSVR 
ELTPAETSVR LRAYLNTPctT 
LRAYLNTPGL PVCQDHLEFW 
PVCQDHLEFW ESVFTGLTHi" 
ESVFTGLTHI DAHFLSQTKQ 
DftHFLSgrKQ ASDNFPYLVA 
ASDSFPTLVK YQaTVCaPAO 
YQ&TVCaRflQ APPPSWDQMW 
APPPSWDg^ KCLTRLKPTL 
KCLTRLKPTL HGPTPLLYRL 
HGPTPLLYRL GAVQNEVTLT 
GA.VQNEVTLT HPVTKFIMRC 
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FIG. 20e 

Amino acid sequence of NS5A peptide pool 



NS5A (1972-2411) 


No 


Name 


Sequence 


ID NO 


No 


Name 


Sequence 


ID NO 


#94 


gHCV-1972 


SGSWLRDVWDWICTVLTDFK 




#113 


gHCV-2192 


6SPPSLASSSASQLSAPSLK 






gHCV— 1982 


WICTVLTDFKTWLQSKLLPR 






gHCV-2202 


ASQLSAPSLKATCTIHHDSP 




#96 


gHCV-1992 


TWLQSKLLPRLPGVPFFSCQ 


150 


#115 


gHCV-2212 


ATCTIHHDSPDADLIEANLL 


169 


#97 


gHCV-2002 


LPGVPFFSCQRGYKGVPJRGE 


151 


#116 


gHCV-2222 


DADLIEANLLWRQEMGGNIT 


170 


#98 


gHCV-2012 


RGYKGVWRGEGIMQTTCPCG 


152 


#117 


gHCV-2232 


WRQEMG6NITRVE SENKWI 


171 


#99 


gHCV-2022 


GIMQTTCPCGAQIAGHVKNG 


153 


#118 


gHCV-2242 


RVESENKWILDSFEPIRAE 


172 


#100 


gHCV-2042 


SMRIVGPRTCSNTWHGTFP I 


154 


#119 


gHCV-2252 


LDSFEPIRAEEDEREVSVPA 


173 


#101 


gHCV-2052 


SNTWHGTFPINAYTTGPCSP 


155 


#120 


gHCV-2262 


EDEREVSVPAE ILRRSRKFP 


174 


#102 


gHCV-2062 


NAYTTGPCSPSPAPNYSRAL 


156 


#121 


gHCV-2272 


E ILRRSRKFPAAMPIWARPD 


175 


#103 


gHCV-2072 


SPAPNYSRALnRVAAEEYVE 


157 


#122 


gHCV-2292 


YNPPLIiSWKDPDYVPPWH 


176 


#104 


gHCV-2082 


WRVAAEEYVEVTRVGDFHYV 


158 


#123 


gHCV-2302 


DPDYVPPWHGCPLPPTKAA 


177 


#105 


gHCV-2092 


VTRVGDFHYVTGVTTDNVKC 


159 


#124 


gHCV-2322 


PIPPPRRKRTIVLTESTVSS 


178 


#106 


gHCV-2102 


TGVTTDNVKCPCQVPAPE FF 


160 


#125 


gHCV-2332 


IVLTESTVSSALftELATKTF 


179 


#107 


gHCV-2122 


TELDGVRLHRYAPACKPLLR 


161 


#126 


gHCV-2342 


ALAELATKTFGGSGSWAAD S 


180 


#108 


gHCV-2132 


YAPACKPLLRDEVSFQVGLN 


162 


#127 


gHCV-2352 


GGS6SWAADSGTATAPPDQT 


181 


#109 


gHCV-2152 


QYLVGSQLPCEPEPDVAVLT 


163 


#128 


gHCV-2372 


SDDGDKESDVESYSSMPPLE 


182 


#110 


gHCV-2162 


EPEPDVAVLTSMLTDPSHIT 


164 


#129 


gHCV-2382 


ESYSSMPPLEGEPGDPDLSD 


183 


#111 


gHCV-2172 


SMLTDPSHITAETAKRRIAR 


165 


#130 


gHCV-2392 


GEP6DPDLSD6SWSTVSEEA 


184 


#112 


gHCV-2182 


AETAKRRLARGSPPSLASSS 


166 











